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Dark Genome

Modified image. Original photo from the night sky over Moldova by Alexandru Barbovschi. -







The Dark Genome is the Source Code
for many Disease-Driving Cell-States
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LncRNA as High Specificity Targets

MmRNA/Proteins, miRNA LncRNA
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Reprograming Cell-States 6 Tissues

to Treat Common Diseases 7 Indications
& expanding

Environmental Stress
Life Style
Common Genetic Variation

Cancer CAFs/TME
SCC head & neck, Pancreas

Fibrosis
Heart Heart Failure, nHCM
Lung IPF, ARDS
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Disease

Normal

Liver NASH

Pancreas Diabetes
Kidney Alport Syndrome

Healthy
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é Cancer Associated Fibroblasts (CAFs)

* Cancer cells

’

TUMOR MICROENVIRONMENT

~  Immunotherapies

4 ' Chemotherapy
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¢ Lack of CAF -Targeting

Therapies

' ONLY 3 out of 175 drugs received FDA approval in

the last 15 years.

' OFF-target toxicity as most of the targets are not

CAF-specific

' Lack of CAF-specific, druggable targets
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Clinical Trials
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Total Trials (n = 175)
-8~ Ongoing (n = 135)
-8~ Failed/Terminated/
Withdrawn (n = 37)
® FDA-Approved (n=3)

Ganguly et al, 2020



{ CAF-specibc LncRNAs
1 - Target ID

MULTIOMICS DATA PACKAGES
CAF/TME
ATLAS
HNSCC
Head & Neck - N HAYAtlas™
Squamous Cell  Pancreatic Ductal Assembly
Carcinomas Adenocarcinoma
42 patients 24 patients
(o The Cancer Genome

Atlas (TCGA)

CAF bCancer associated fibroblasts; TME B Tumor Microenvironment
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Features

2 NOVEL

CAF-specific
INCRNA Targets
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CAF-specific LncRNAs

2 — Target tissue specificity & &
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Expression in experimental in vitro CAF
models (Model 1, 2, 3) & across human
normal tissues
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CAF Models

® Model 1
Model 2 ‘
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Normalized Expression (fpm), Log10
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g CAF-specific LncRNAs
3 — Target /n Vitro Validation

+/- ASO
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Fibroblasts Cancer-associated
(FB) Fibroblasts
(CAF)

ASO-mediated KD -> DOWNregulation of
patient-derived CAF-specific signatures
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HNSCC & PDAC patient derived

CAF Bbspecific signature score
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Ongoing
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Tumor expansion assays

In vivo PoC on immunocompromised mice
(xenograft model)
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Together
we can do more

Looking for Strategic Partners

We are passionate and dedicated to our
mission. We have a unique and differentiated
proprietary platform for reprogramming
disease driving cell-states.

info@hayatx.com
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f& We are Drugging the Dark
&% GenomeOs RNA

ONE TISSUE, ONE CELL TYPE,
LIMITED OFF-TARGET TOXICITY

ONE IncRNA,
POTENT FUNCTION

AN REDUCED COSTS AND
RAPID DEVELOPMENT



